. Minimal agglutination concentration (MAC) of hRNases' peptides.
Minimal agglutination concentration (MAC) was calculated as the lowest peptide concentration where C. albicans cells aggregation is visible to the naked eye. Values are averaged from three replicates of two independent experiments. Values are given as mean ± SEM. hRNase peptide MAC (µM) RN1 1.80 ± 0.40 RN2 0.40 ± 0.10 RN3 < 0.1 RN4
0.40 ± 0.10 RN5
1.80 ± 0.40 RN6 0.40 ± 0.10 RN7 0.90 ± 0.30 RN8 0.90 ± 0.20 Supplementary Table S3 . Gene-specific primers used for real-time RT-PCR assays in planktonic and sessile cells.
Target gene
Primer sequences 5'-3' Taken from Target genes Primer sequences 5'-3' Taken from
A.
B.

Supplementary Figure S1: Helical wheels of RNase 3(A) and RNase 7(B) 1-45mer N-termini peptides.
A unique alpha-helix encompassing residues 22 to 40 has been considered as predicted by RMN for RNase 3 (drawn by heliquest [6] ). Cationic residues are highlighted in blue, uncharged residues in grey, polar residues in purple, nonpolar residues in yellow, polar/uncharged residues in pink and anionic residues in red. N-terminal and C-terminal domains are designated with N and C letters respectively.
Taken from [7] .
B.
C. 
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